Information on primers in 17 nuclear simple sequence repeats(nSSR) loci

Locus Ta(T) Motif Primer Sequence (5°-3%) Reference
TGGCTGCACCTATGGCTCTTAG

MSQ13 56 (TC)NTTGCTGAA(TC)n Dow et al.1995
ACACTCAGACCCAQMCCCATTTTTCC
TACCATGATCTGGGAAGCAAC

PIE227 56 TGG Durand et al.2010
AAGGGCTTGGTTGGGTTAGT

56 TC CACACTCACCAACCCTACCC

PIE271 Durand et al.2010
GTGCGGTTGTAGACGGAGAT
AAGAGAACCCATTCCATCCCTGA

QmC00716 56 TC Ueno et al. 2008

GTTTCCCGAACAGTGGTTTCTTGA

AGGCTCAAAACAAAACCAAACCG
QmC00932 56 TC Ueno et al. 2008
GTTTCCCCTTTCCCATAATCAAACCCT

TGAAGCCTGCGTTAACAACAACA
QmCO00963 56 GAT Ueno et al. 2008
GTTTCTCCTCCTCCTCGCTACTCGT

CACACCCAGATCCACAAAACTCC
QmC02052 56 AG Ueno et al. 2008
GTTTGCCTCTACGGTCTCCCTCTT

TCTCTTTCTCCGTCCATTATCGC
DN950446 56 AG Ueno and Tsumura 2008
GTTTCTCCACAGACCCCATTTCC

GCAAGAAGCATGCAGATGGAGAT
DN950726 56 GAT Ueno and Tsumura 2008
GTTTGCATGGCCGTCATTAGCATTAAG

CAATTGTACTCTGATGTCCCCGC

CcC00063 56 AGA Ueno et al. 2009
GTTTACCGGAGACTCAAAGAATCGACC
CCCCACCGTCTACTCTCAAA

GOTO011 56 TC Durand et al. 2010
GCGTTCACCACGTCCATAAT
AGAAAGTTCCAGGGAAAGCA

GOT021 56 AT Durand et al. 2010
CTTCGTCCCCAGTTGAATGT
GAGAGGCATGTGGAACCAAG

PIE163 56 AG Durand et al. 2010
CAAGCATAGGTGGTGGAACC
CTTCATGCACCAATTCCTCA

FIR026 56 TC Durand et al. 2010
GGCCATGTATGTGTGCAAAA
TCTGCAACAAAACCAAAACAC

WAGO068 56 AG Durand et al. 2010
CGGAGGAGAGAGTCAGCAAC
CCCATATCCCTCTACGAAAGAA

PORO017 56 CT Durand et al. 2010
CTGGAGATGACATAGTGTCTCAAA
ACCCTAAAACCCCAATCACC

FIR015 56 AC Durand et al. 2010

CGGATCTTCGGCTATTCTTG
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